healthy cats and dogs. Kidneys were divided into renal cortex (CO) and medulla (MD), and 23 RNA sequence analysis was performed using the mouse genome as a reference. A total of 24 277, 276, 295, and 297 miRNAs were detected in cat CO, cat MD, dog CO, and dog MD, 
35
miRNAs are also present in body fluids such as blood plasma and urine (Weber et al., 2010 (males, mixed-breed, n = 4, 3-6 months of age) were obtained from The Kitasato Institute 55 (Saitama, Japan, from Dr. Nomoto; n = 3) and Kagoshima University (Kagoshima, Japan; n 56 = 1). Normal dog kidneys, based on the diagnosis of a clinical veterinarian, (male schnauzer, 57 n = 1, 4 years; castrated male shih-tzu, n = 1, 9 years; male beagle, n = 1, 14 years) were 58 obtained at Hokkaido University when they were euthanized and autopsied. These kidney 59 tissues were divided into CO and MD and stored in RNA later (Life Technologies; Carlsbad, 60 CA, USA) until RNA purification.
61
Total RNA was isolated using an miRNeasy Mini Kit (Qiagen; Venlo, Netherlands).
62
The quality of total RNA was checked using a Bioanalyzer (Agilent; Santa Clara, CA, 
94
Of the miRNAs expressed in the MD of cat and dogs (Table 1) 
105
The expression of miR-196a is elevated in human hypertensive kidneys (Marques et al.,
.
107
Thus, the present analysis shows that miRNAs that regulate renal physiology or are 
112
Of the miRNA-target mRNAs listed in Table 2 , some encode proteins that regulate 
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